The many-demes limit for selection and drift in a subdivided population.
A diffusion approximation is obtained for the frequency of a selected allele in a population comprised of many subpopulations or demes. The form of the diffusion is equivalent to that for an unstructured population, except that it occurs on a longer time scale when migration among demes is restricted. This many-demes diffusion limit relies on the collection of demes always being in statistical equilibrium with respect to migration and drift for a given allele frequency in the total population. Selection is assumed to be weak, in inverse proportion to the number of demes, and the results hold for any deme sizes and migration rates greater than zero. The distribution of allele frequencies among demes is also described.